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REMARKS 

By the present Amendment, Claims 2, 12, 14, 19-21, 24-26, and 60-61 are currently 
amended and new claims 62-64 are added. Claims 7, 8, and 32-38 are cancelled without 
prejudice or disclaimer by the present Amendment, and Claims 1, 3-5, 9-11, 15-18, 22-23, 27-31, 
and 39-59 remain cancelled. Claims 6 and 13 are original. Support for the present amendments 
may be found, for example, in the original claims, sequence listing and specification, for 
example at page 11, line 26 through page 12, line 9 and page 30, lines 21-22. 

AppUcants thank Examiner Katherine Sahnon and Supervisory Examiner Ram Shukla for 
the Personal Interview of July 28, 2008, and for the Examiners' comments, insights and guidance 
provided during the interview. 

I. Priority 

The Office Action mailed March 18, 2008 acknowledges that the present appUcation is 
entitled to receive the benefit of priority to U.S. Apphcation No. 60/155,422, filed September 23, 
1999. AppUcants thank the Office for this acknowledgement. 

II. Withdrawn Obiections 

The Office Action mailed March 18, 2008 acknowledges that the objection to the 
specification made in Section 3 of the previous office action is moot. Applicants thank the 
Office for this acknowledgement. 
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III. Withdrawn Rejections 

The Office Action mailed March 18, 2008 acknowledges that "[s]ome of the rejection 
made under 35 USC 1 12/2"'' paragraph ... has been withdrawn. ... hi so much as the rejections 
still apply ... the rejections are reiterated below." Office Action at pages 4-5. As no 35 U.S.C. § 
1 12, 2"*^ paragraph rejection has been reiterated, Apphcants understand that no 1 12, 2"*^ 
paragraph rejections remain outstanding. Apphcants thank the Office for this acknowledgement. 

IV. Claim Obiections 

Claims 32-38 were objected to because "they depend from a cancelled claim". Office 
Action at page 5. In order to facilitate prosecution, Claims 32-38 have been cancelled by the 
present amendment. As such, Applicants respectfiiUy request withdrawal of this objection. 

V. Rejections Under 35 U.S.C. S 101 

Claims 2, 6-8, 12-14, 19-21, 24-26, 32-38, and 60-61 were rejected under 35 U.S.C. § 
101 as allegedly "not supported by either a credible asserted utihty or a well estabhshed utility." 
Office Action at page 5. Apphcants respectfiiUy disagree with this allegation. 

Claim 2 recites, inter alia, "[a] substantially purified nucleic acid molecule. . . comprising 
from about 30 to 300 nucleotide residues of the nucleic acid sequence of SEQ ID NO: 5272. . .." 
The Office acknowledges that according to the specification ". . .the claimed nucleic acids can be 
used to determine franscriptional profiling. . .." Office Action at page 7. In addition, the Office 
acknowledges that "[t]he specification fiirther contemplates that the nucleic acid of SEQ ID NO: 
5272 can be used for mapping studies, linkage analysis, constioicting fransgenic plants, and 
screening for traits or screening for polymorphisms. . . ." Id. The Office suggests that these 
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utilities of SEQ ID NO: 5272 are not specific because ". . .all plant nucleic acids could be used 
for these purposes." Id. The uses of SEQ ID NO: 5272 are specific because they are specific to 
SEQ ID NO: 5272 and not generally applicable to any sequence. 

As discussed during the July 28 Interview, Applicants' specification recites that identified 
sequences, which necessarily include for example SEQ ID NO: 5272, can act as regulatory 
elements and as genes. See e.g., page 1, lines 19-26. Apphcants' specification also notes the use 
of identified sequences to alter yield. See e.g., page 2, lines 17-21. Applicants respectfiiUy point 
out that the Office must accept these stated utilities in the absence of evidence or soimd scientific 
reasoning to rebut Applicants' assertion. In re Oetiker, 977 F.2d 1443, 1445 (Fed. Cir. 1992). 

In addition, the present application has been awarded priority to U.S. Provisional 
Apphcation 60/155,422, filed September 23, 1999 ("the '422 application), which was 
incorporated by reference in its entirety at the time of filing the present application. As 
discussed during the July 28 hiterview, the '422 priority application identifies SEQ ID NO: 5272 
(which is referred to as SEQ ID NO: 991 1 in the '422 application) as a C0L2 gene. See e.g.. 
Attachment D.^ 

As of the September 23, 1999 priority date of the captioned apphcation, those skilled in 

the art were well aware that C0L2 referred to a "CONSTANS-like" gene and showed significant 

homology to CONSTANS, where CONSTANS had been identified as a putative zinc finger 

transcription factor affecting growth, namely, flowering. See e.g., Putterill, J. et al. Cell 80:847- 

857 (1995) and Ledger, S.E. et al, PGR 96-081 1 12:862 (1996). As such. Applicants 

' Attachment D contains information excerpted from priority application 60/155,422. For the convenience of the 
Office, the column headers that appear at the beginning of the table from which Attachment D was excerpted have 
been carried over from the fnst page of the table where they appear and added to this Attachment. 
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respectfully submit that Applicants had estabUshed a specific, substantial, and credible utility for 
SEQ ID NO: 5272 at the time of filing. 

Moreover, in the meantime, since filing, additional evidence fiirther demonstrates that 
these specific and substantial utilities of SEQ ID NO: 5272, as recited at the time of filing the 
'422 priority appUcation, are indeed accurate. For example, U.S. Patent Publication 
2008/0010703 evidences the fact that the specific and substantial utilities stated in AppHcants' 
specification as filed and in the '422 priority appHcation are indeed utilities of SEQ ID NO: 
5272. See e.g., US 2008/0010703. 

As detailed in U.S. Patent Pubhcation 2008/0010703, G1988 is a nucleic acid sequence 
that differs by a single nucleotide fi-om the corresponding region of SEQ ID NO: 5272. See e.g.. 
Attachment E. However, this nucleotide difference does not alter the encoded protein {i.e., is a 
silent nucleotide change). As such, G1988 encodes the identical protein as the corresponding 
region of SEQ ID NO: 5272. See id. G1988 has been demonsti-ated to increase yield in plants, 
when yield is measured over 1, 2 and 3 year intervals. See e.g., US 2008/0010703 at Figure 6 
and Tables 12 and 13. Indeed, co-pending U.S. Application No. 1 1/821,448 evidences 
"significantly increased yield...." US 2008/0010703 Al at paragraph [0037]. 

In simi, the claimed nucleotide sequence has utilities specific to it, and not simply general 
utilities appUcable to any nucleic acid. The utilities of SEQ ID NO: 5272 are credible, 
substantial, and well-established; they are neither vague nor impractical. As Applicants need 
only estabUsh a single utility to satisfy 35 U.S.C. § 101, they have undoubtedly satisfied 35 
U.S.C. § 101 in the present case. 
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As discussed by Applicants during the July 28, 2008 Personal Interview with Examiner 
Salmon and Supervisory Examiner Shukla, specific and substantial utilities were provided by 
AppUcants at the time of filing and these utihties satisfy the requirements of 35 U.S.C. § 101. 
Moreover, in the meantime, US 2008/0010703 has provided additional evidence of Applicants' 
utilities. Applicants' utihties, including for example, use for aUering yield, have been clearly 
demonstrated for G1988 and the corresponding region of SEQ DD NO: 5272. See e.g.. 
Specification at page 2, lines 17-21; see also Attachment D. 

Based on the foregoing, Applicants respectfully submit that the present apphcation 
fulfills the legal requirements of 35 U.S.C. § 101, Utility. As such, Apphcants request 
withdrawal of the utility rejection. 

VI. Rejection under 35 U.S.C. S 112. Enablement 

Claims 2, 6-8, 12-14, 19-21, 24-26, 32-38 and 60-61 were rejected under 35 U.S.C. § 
112, first paragraph, as not being enabled by the specification, because the claimed invention 
allegedly lacks utility {i.e., an invention with no utility cannot be enabled). Apphcants 
respectfully traverse this rejection, and note that this rejection has been overcome by the 
foregoing arguments regarding utility. As such, reconsideration and withdrawal of the 
enablement rejection under 35 U.S.C. § 1 12, first paragraph is respectfully requested. 

VII. Rejection under 35 U.S.C. S 112. Written Description 

The Office rejected claims 2, 6-8, 12-14, 19-21, 24-26, 32-38 and 60-61 under 35 U.S.C. 
§ 1 12, first paragraph, as allegedly "not described in the specification in such a way as to 
reasonably convey to one skilled in the relevant art that the inventor(s), at the time the 
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application was filed, had possession of the claimed invention." Office Action at page 17. 
Applicants respectfiiUy disagree with this allegation. 

By the Office Action, the Office argues that the claims "... do not define the nucleic 
acids in terms of their fimctional properties." Id. at page 1 8. The Office fijrther argues that "... 
the specification fails to teach the necessary common attiibutes or features of the genus." Id. at 
page 20. However, Applicants know of no legal requirement to define a claimed nucleic acid in 
terms of its fimction. Moreover, AppUcants respectfiiUy submit that SEQ ID NO:5272 provides 
a common featiire sufficient to satisfy the written description requirement for the claimed 
invention. 

The Office Action suggests that the Office's written description rejection results fi-om the 
Office's interpretation of AppUcants' claims to include any complement, regardless of size. See 
e.g.. Office Action at page 22 (stating that "[t]he genus of claims include any fi-agment 
comprising SEQ ID No. 5272 comprising 30 to 300 nucleotide residues of SEQ ID No. 5272 and 
any complement which would include anv sequence which shares any stincture with SEO ID No. 
5272 ." (emphasis added)). At the Interview, the Office acknowledged that tiie written 
description rejection was based upon this interpretation of complement. Further, the Office 
acknowledged that a proposed amended claim including "about 30 to 300 nucleotide residues of 
a complement of the nucleic acid sequence of SEQ ID NO: 5272", as recited by the currently 
amended claims, would satisfy the written description requirements of 35 U.S.C. § 1 12. 
AppUcants thank the Office for these acknowledgements and respectfiiUy submit tiiat the 
rejection under 35 U.S.C. § 1 12, written description, has been rendered moot as to tiie presentiy 
pending claims. 
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VIII. Rejections Under 35 U.S.C. $ 102. Novelty 

a. 102(a) Genbank Accession No. AP000604 

Claims 2, 6 to 8, 60 and 61 were rejected under 35 U.S.C. § 102(a) as allegedly being 
anticipated by GenBank Accession No. AP000604. Office Action at page 23 et seq. Applicants 
respectfully traverse this rejection. 

According to the Office "priority is given to application 60/155422 and therefore the 
priority date is 9/23/1999." Id. at page 4. As such, GenBank Accession Number AP000604, 
dated October 15, 1999 comes after the September 23, 1999 priority date acknowledged by the 
Office. Accordingly, AppUcants respectfiiUy submit that GenBank Accession Number 
AP000604 cannot be anticipatory under 35 U.S.C. § 102(a). 

Based on the foregoing, withdrawal of the rejection under 35 U.S.C. § 102(a) is 
requested. 

b. 102(b) Brennan 

Claims 2, 6-8, 12-14, and 60-61 were rejected under 35 U.S.C. § 102(b) as allegedly 
being anticipated by Brennan. AppUcants respectfully traverse this rejection for at least the 
reasons that follow. 

The Office alleges that "[t]he term 'complement' is not defined in the instant 
specification. . ." Office Action at page 29. AppUcants respectfiiUy disagree with the Office's 
allegation. Nonetheless, in order to facilitate prosecution the present claims have been amended 
to recite for example, "about 30 to 300 nucleotide residues of a complement of the nucleic acid 
sequence of SEQ ID NO: 5272". 
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As argued by the Office Action and acknowledged by the Office in the July 28 Interview, 
the rejection over Brennan was premised on the allegation that "... Brennan teaches every 
possible 10-mer." See e.g.. Office Action at page 30. However, as discussed at the July 28 
Interview, whatever else Brennan may teach or suggest, it does not teach or suggest "about 30 to 
300 nucleotide residues of the nucleic acid sequence of SEQ ID NO: 5272, or about 30 to 300 
nucleotide residues of a complement of the nucleic acid sequence of SEQ ID NO: 5272", i.e., 
Brennan does not teach or suggest a nucleic acid comprising at least about 30 nucleotide 
residues. Likewise, as respectfiiUy pointed out by Applicants at the July 28 Interview, with 
regard to claims reciting a 98% identity, Brennan does not teach or suggest 98% of about 30 
nucleic acids or about 29.4 nucleic acids. 

Accordingly, AppUcants respectfully submit that the presently pending claims cannot be 
anticipated by Brennan, and Applicants request withdrawal of the Office's rejection under 35 
U.S.C § 102(b). 
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CONCLUSION 



In view of the foregoing amendments and remarks. Applicants respectfully submit that 
the present application is now in condition for allowance, and respectfully request notice of such. 
The Examiner is encouraged to contact the undersigned at 202-942-5325 if any additional 
information is necessary for allowance. 



Date: August 21. 2008 



Arnold & Porter LLP 
555 Twelfth Street, N.W. 
Attn: IP Docketing 
Washington, DC 20004 

Telephone: 202-942-5000 
Facsimile: 202-942-5999 



Respectfully submitted. 




t)a^ad R. Marsh (Reg. No. 41,408) 
Holly L. Prutz (Reg. No. 47,755) 
Lisa A. Adelson (Reg. No. 51,204) 
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ATTACHMENT E 



v;^ueieotides ^-iib to i210 S&v iV-' 'J^; 
ATTTO<:TTTCA^XX;GCTCO&ATCATCCC?iGCTGA;>J^X:TCCA07■C7-CATC'TTC 

GT■:^vrc^TT■■:T'^^LA.CG^^:o^^J^ca^A^JiCGccGccocT 

GAAAGCCA&AGACGCMATC^^&COACAGOOT'f'TGTTAA 

AAA'JX>CCATCCGCCACCGTAAC00CAACG'?:CeTTGG0ATTCACTCT011"J'T 

C0CGTCGTTGACG^.TAGCT(?G0.AGGTTGA0ACAt::AGTO^"XiAG;\00A0C\A.GCA&0AA 

c\CATGTT0.TTCGT00AGGC(;A;^0GAAG<\i\GAGGA(>:;,V3;^-^^^^^^ 

T0Ac::AC0C('GGAA?*.TaAt:GA<3CGAAG.\CJA?^Ji^vTTT 

•.-Reverse complenwar of nucleotides 253 6 to 3210 of SEQ ID NO: 5272 

?^/:'GGTOAC^GTTTl■OGGAGO^'TTG•TGGTGCXvi^JVGCT^aTCTCG^kTTGTG 

GCCrTC\VTCrOCCGTTCTTGTGACGCrAAGTTCCA-T'C!CCTCftAATTTTCTCTTCGCTCGT 

a\TTTGGGGOOTGTv:U\TTTGCCCAAATTGC<W.TCTC:TTACTCMiAATTTCG'rTTCTGG^ 

G0'!C"^JTCTTCCTTG^>0CTG(irvC0AJ4CaACAT0'r^:=GTrca.GAATCGTCGTCTTCTT 

'T-OCTCC/rcyrcrTGAC'/'GTGTCTC%AGCTCOOAGCTA-rCGTCAACGACGCGTGACGTAAAC 

AXV^GCGC■QAGGGAOC<^AAAACAGAGTGAATGGC^AG<^CCGTTGCGGTTACGGTGGCGGAT 

GT-rrC%TATGCG'rC-rrTGGCTTTGGCl'GTGG;AOACGAGGCCAAGAGCGACGAAGAGAGTG 
■rTCTTAGCQOC.'GGCGTTTTGGTTCOGCGTTAAO.&.ACACGACGACGTGGCmGJATTTAMlG 
A^J^GTAGAAOATGTCSACTGGAGTTTCAGCTGOOATGATTCGAGCGGTTGAjyvGCAA&TTG 
G00<;C;TGeA&TC^a?<C&GCAGCTT&aACGGT0GCGCC5TGGATTCGGAGGAAGGATGGGCT 
GAAAACGACAACGTT 

■^'G19&£5 in UG J008/0ra0'?0 5 ■ Uer«;;.n;ji:i:er "Publ^O 

A1GGrGAGCTTTT0CGACX^TT'!'GTGGTG0CGA„AGGTGATCTCCA'rTGTGCCGCGGACTCTGGCT'FCCTCTGCCGTTC 

T-7XVTGACGCTAAO-T'TCCArOGCTCAAArT7n\?rCTTCGCTCGTCATTTCCGGCGTGTCATCTGCCCAAA 

GTCTT/iGTCA^J^J^TTTGGTTTGT&GTCCTCTTCTTCGTTGGCCTCCACGAACmCATGTTGTTGAGAATCGTCG 

TGTTC'i":'GCTGCTC:GTGTCTTGACTGTGTCTGAAGCTCCGAGCTATCGTCAACGACGCGTGACGTAAACAa^GCGC6 

AG0GAGGGA&AACAGAG7'GA_A.TG00MsGGCCGT'{'GCC;GTTACGGTGGCGGATGGCATTTTTGTAAATTGGTGTGGTA 

AGTTAGGACTAAACAGGGATTTA&GAAACGCTO'/'CG'j'TTCATATGCGTCTTTGGCTTTGGCTGTGGAGACGAGGCCA 

AOAGGGA>>5?^JiGAGAOTGTTv:TTAGCGGCG«CGl''r7-TG6TTCGGCGTTAAGAACACGACGACGTGGCAG^ 

{5AJii-AGTA{5AAGATC5TO.ACT&-3AG:TTTCAGCTGGGATC;ATTCGA6CGGTTGAAAGCAAATTGGCGCGTG^ 

AGCAGCTTAGACGGTOGCGGGTOGAITCGGAGGAAGCSATGGGCTGAAAACGACAACGTTTGA 



Reverse cojuplem^-nJ. of. wucleo-iAi-^- 2h:^6 to 3210 of SEQ ID MO: 5272 
ATGGTGAGCTTTTGCGAGCTTTOTGGTGCCGAAGCT'SATCtCCATTGTGSCSCGQAeTCTGCCTTCCTCT 70 
G19Sfj.;rrt\jbl 

ATG<3TGAaCTTTTGCGAGOTTTG'rG<3TGCC<3AAGOTGA1'C'S'CCAT^?aTSCCGCaGACTCT©CSfTeC^CT 70 



^TGGT«AaCTTT^aCGAGCTTT«TGaTGCCGAAaCTGATCTCCATTOraCCSCG<3ACTCTOCC'2"TCCTCT 70 
Reverse corfiK-len^en- of; ^^aci«:ot Ldes 2=5 56 to 3210 of SEQ IT- N'O; 

GCCGT TCTTQTGACSCTAAGTTCCATGCCTC AAAtt ^r^CTCTTCGCTCGTC&t^TCCOGCGTGTC ATTTG 140 
GlS?^3i.i3Pabi 

GCCOTTCTTGTOACGCTAAGTTCCATGCCTC AAATTTTCTCTTCaCrCSTeATTTCCG^CGTGTC ATCTO 140 



OCCGTTCTTGT«ACGCTAAOTTCCATQCCTeAAATXTTCTCTTCSCTCa^CATTTGe0GCGTGTCATCTa 140 



Reverse costly leix-.mv-: aac'X'^-:^: idea 2'5J6 to 3210 of SEQ ID NO: 5272 
CCCAAATTGCAAS.TCTCTTACTCAA^A'TTTCGTTTCTaaTCCTCTTCSTCC'rTSGCCI^CCACSA^CAACA 210 



G1988inP\ibl 

CCCAAATTOCAAATCTCTTACTCAJUkATTTCGTTTCTGaTCCTCTTCTTCCTTaOCCTCCACOAACAACA 210 



Consensus 

CCCAAATTOCAAATCTCTTACTCAAAATTTCOTTTCTOOTCCTCTTCTTCCTTOaCCTCCACOAACAAC A 210 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 




280 
280 



280 



Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
CAACOACOCOTOACOTAAACAOAOCGCGAGOGAGGOAAAACAOAGTOAATOCCAAOGCCOTTGCOGTTAC 350 

G1988inPubl 

CAACGACGCGTGACGTAAACAGAGCGCGAGGGAGGGAAAACAGAGTOAATGCCAAGGCCGTTGCGGTTAC 350 



Consensus 

CAACGACGCGTGACGTAAACAGAOCGCGAGGGAGGGAAAACAGAGTGAATGCCAAGGCCOTTGCGGTTAC 350 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
GGTGGCGGATGGCATTTTTGTAAATTGGTGTGGTAAGTTAGGACTAAACAGGGATTTAACAAACGCTGTC 420 

G1988inPubl 

GGTGGCGGATGOCATTTTTGTAAATTGGTOTGGTAAGTTAGGACTAAACAGGGATTTAACAAACOCTGTC 420 



Consensus 

GGTGGCGGATGGCATTTTTGTAAATTGGTOTGGTAAGTTAGGACTAAACAGGGATTTAACAAACGCTGTC 420 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
OTTTCATATGCOTCTTTGGCTTTGGCTOTOOAGACGAGGCCAAOAGCGACGAAGAGAGTGTTCTTAGCGG 490 

G1988inPubl 

GTTTCATATGCGTCTTTGGCTTTGGCTGTGGAGACGAGGCCAAGAGCGACGAAOAGAGTGTTCTTAGCGG 490 



Consensus 

GTTTCATATGCGTCTTTGGCTTTGGCTGTOGAOACGAGGCCAAGAGCGACGAAGAGAGTOTTCTTAGCGG 490 

Reverse coitplement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
CGGCGTTTTGGTTCGGCGTTAAGAACACOACGACGTGGCAGAATTTAAAOAAAGTAGAAOATGTGACTGG 560 

G1988inP\ibl 

CGGCGTTTTGGTTCGGCGTTAAGAACACGACGACGTGGCAGAATTTAAAGAAAGTAGAAGATGTGACTGG 560 



Consensus 

COOCGTTTTGGTTCGGCGTTAAOAACACGACGACGTGGCAGAATTTAAAGAAAGTAGAAGATGTOACTGG 560 

Reverse con^lement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 

AOTTTCAOCTOOGATOATTCaAGCOaTTOAAAGCAAATTGOCGCOTGCAATGACGCAOCAGCTTAGACGG 63 0 

G1988inPubl 

AGTTTCAGCTQGGATGATTCGAGCGGTTGAAAGCAAATTGGCGCGTGCAATGAC6CAGCA0CTTAGACGG 63 0 



Consensus 

AGTTTCAQCTaaGATOATTCGAOCGOTTOAAAGCAAATTGOCGCOTGCAATGACGCAOCAGCTTAGACOG 63 0 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
TGGCGCGTGGATTCGGAGGAAGGATGGGCTGAAAACGACAACGTT - - - 675 

G1988inP\ibl 

TGGCGCOTGGATTCOGAOGAAGGATGOGCTGAAAACGACAACGTTTGA 678 



Consensus 

TGGCGCGTOGATTCGGAGGAAGGATGGGCTGAAAACOACAACGTTtga 678 



> Protein Sequence encoded by Reverse complement of nucleotides 2536 to 3210 

of SEQ ID NO: 5272 (hereinafter "Prot Seq 5272 RC") 

MVSFCELCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSG 

PLLPWPPRTTCCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVNAKAVAVTVAD 

GIFVNWCGKLGLNRDLTNAWSYASIJUJVVETRPRATKRVFLAAAFWFGVKNTTTWQNLK 

KVEDVTGVSAGMIRAVESKLARAMTQQLRRWRVDSEEGWAENDNV 

> Protein Sequence G1988 in Publ 

MVSFCELCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSG 
PLLPWPPRTTCCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVNAKAVAVTVAD 
GIFVNWCGKLGLNRDLTNAWSYASLAIAVETRPRATKKVFLAAAFWFGVKNTTTWQNLK 
KVEDVTGVSAGMIRAVESKLARAMTQQLRRWRVDSEEGWAENDNV* 



Prot Seq 5272 RC 

MVSFCELCOABADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSGFLLPWPPRTT 7 0 

Protein Sequence G1988 in Publ 

MVSFCELCOAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSGPLLPWPPRTT 7 0 



Consensus 

MVSFCELCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSGPLLPWPPRTT 70 

Prot Seq 5272 RC 

CCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVNAKAVAVTVADGIFVNWCGKLGLNROLTNAV 140 

Protein Sequence G1988 in Publ 

CCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVNAKAVAVTVADGIFVNWCGKLGLNROLTNAV 14 0 



Consensus 

CCSESSSSSCCSSLDCV'SSSELSSTTRDVNRARGRBNRVNAKAVAVTVADGIFVNWCGKLGLNRDLTNAV 14 0 

Prot Seq 5272 RC 

VS YASLALAVETRPRATKRVFLAAAFWFOVKNTTTWQNLKKVEDVTOVSAGMIRAVESKLARAMTQQLRR 210 

Protein Sequence G1988 in P\abl 

VSYASLALAVETRPRATKRVFLAAAFWFGVKNTTTWQNLKKVEDVTGVSAGNIRAVESKLARAMTQQLRR 210 



Consensus 

VS YASU^VETRPRATKRVFUUUlFWFaVKNTTTWQNLKKVEDVTGVSAGMIRAVESKLARAMTQQLRR 210 



Prot Seq 5272 RC 
WRVDSEBGWAENDNV 225 



Protein Sequence G1988 in Publ 
WRVDSBBOWAENDNV 225 



WRVDSBEOWAENDNV 225 



